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SSR Analysis and Identification of Grape Cultivars for Making White Wine
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(College of Forestry, Northwest A&F University, Yangling » Shaanxi 712100, China)

Abstract: Fourteen SSR primers screened were adopted to identify 13 grape cultivars used to make white

wine. Three hundreds and twelve bands were altogether obtained from the amplification, including 283

polymorphic bands (90. 71%) and 78 specific bands (25. 00%). All the 13 cultivars maintained specific

primers. For the cultivars Yarly Madeleine and Riesling , there were five specific primers each. Among 14

primers, VrZAG79, which was the specific primer for seven cultivars, owned more total bands, polymor-

phic bands and specific bands, indicating large difference among different cultivars. The identification effi-
ciency of 13 cultivars ranged between 15.38% (VVMD5) ~100% (VrZAG62, VVIb66). Large difference
was shown among different cultivars and two primers (VrZAG62, VVIb66) could identify all the cultivars

respectively.
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Table 1 Sequence of SSR primers

EIEZERS SIF 53" 2% 30k
VMC4C6L11] CTCCATCCCTATCTCATCAG CTCTAACACCCAATCTCACA G. D. Lorenzis et al. (2012)
VMC4D4al12] GTCTTGTAATGGAACCAACTGC AGATTGACCTGGACCTGAAACT P. F. Bert ez al. (2013)
VVIbo1L13] TGACCCTCGACCTTAAATCTT TGGTGAGTGCAATGATAGTAGA G. Agar etal. (2010)
VVIb66L13] CCACTAGTGGTCAGAAAAGAAG TTGTATTGTGTGCCTCTTCTCA
VVIis1013] ATCCCAAGAGAACCAAGAAACT GCTGATCTCAGTGCATATGTTG
VVMD5L14] CTAGAGCTACGCCAATCCAA TATACCAAAAATCATATTCCTAAA H. Karatas et al. (2007)
VVMD7L14] AGAGTTGCGGAGAACAGGAT CGAACCTTCACACGCTTGAT
VVMD27014] GTACCAGATCTGAATACATCCGTAAGT ACGGGTATAGAGCAAACGGTGT
VrZAG62L14] GGTGAAATGGGCACCGAACACACGC CCATGTCTCTCCTCAGCTTCTCAGC
VrZAGT79L14] AGATTGTGGAGGAGGGAACAAACCGR TGCCCCCATTTTCAAACTCCCTCEC

VvSs2iid] CAGCCCGTAAATGTATCCATC AAATTCAAAATTCTAATTCAACTGG

VVs4lis] CCATCAGTGATAAAACCTAATGCC CCCACCTTGCCCTTAGATGTTA M. S. Grando et al. (2003)
VVMD36L16] TAAAATAATAATAGGGGGACACGGG CAACTGTAAAGGTAAGACACAGTCC J. L. Chacon et al. (2012)

VVMDL16] ACCTGGCCCGACTCCTCTTGTATGC

TCCTGCCGGCGATAACCAAGCTATG
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Table 2 Amplifications of 14 pairs of SSR PRIMERS
Gk F BB Z ML/ A RS A /A Fo BB/ ZEMEWR/ N He S R Y
VMCAC6 11 10 3 11 90. 91 27.27
VMC4D4 8 6 2 8 75. 00 25. 00
VrZAG62 37 37 8 37 100. 00 21.62
VrZAG67 16 14 5 16 87.50 31.25
VrZAGT79 51 51 20 51 100. 00 39.22
VVIbo1 15 13 5 15 86. 67 33.33
VVIb66 13 13 0 13 100. 00 0.00
VVIi51 34 31 10 34 91.18 29. 41
VVMD5 13 13 3 13 100. 00 23.08
VVMD7? 30 28 7 30 93.33 23.33
VVMD 27 22 20 2 22 90. 91 9.09
VVMD 36 32 24 6 32 75. 00 18.75
VVS2 17 13 4 17 76.47 23.53
VVS4 13 10 3 13 76.92 23.08
Mt 312 283 78 312 90. 71 25. 00
£3 BARESEE MY EAOSEESIY VMC4C6, VVMD36 > VrZAG79 > VVIi51 >
Table 3 Characteristic primers of 13 white wine grapes VVMD27 > VVS2 > VMC4D4 > VVIbol >
04 b ki) VVMD5, ik iE > il 12 XF51 8%k 39 44 4 &
iig ziiizzz,vrzmﬁs.\/VMDm B s % $ @5 W VVSL > ViZAGET >
o VVMDSS VrZAG62=VVS2, th 7T WL, AR 7 5| 96k AR [7] o
A VrZAGT79,VVIb51,VVSi N
[EEN-S VrZAG79,VVMD36,VVS4 E‘J%@%Mﬂl%ﬁ%ﬁo
[ERE 75 VrZAG79,VVIbol,VVMD36
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HAL VrZAG67,VrZAGT9.VVMD7.VVMD36.,VVS2
kW VVIb51.,VVS4
WK VMC4D6, VIZAG79, VVMD7, VVMD27
FH 21 VMC4V6,VVIbol, VVMD7
b 5 JE VrZAG67,VVIb51,VVMD36
E K il VMC4V6,VVMD7
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Table 4 Tdentification efficiency of 14 primers
EIR/ER S 550 80/ A~ %/ %
VMC4C6 10 76.92
VMC4D4 5 38. 46
VrZAG62 13 100. 00
VrZAG67 11 84.62
VrZAGT79 9 69.23
VVIbol 3 23.08
VVIb66 13 100. 00
VVIis1 8 61.54
VVMD5 2 15. 38
VVMD7 11 84.62
VVMD27 7 53.85
VVMD36 10 76.92
VVS2 7 53.85
VVSs4 11 84.62
Sy 8 69. 82
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Genomic DNA fingerprints of primer

VrZAG62 and VrZAG79
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