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Cloning of 70lC Gene of Ri Plasmid and Sequence Analysis
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Abstract:Ri plasmid was developed and a 585bp fragment of 70lC gene was amplified by PCR via primer of

rolC gene, and the fragment was cloned into vector pUCm-T. Comparison with previously published nu-

cleotide sequence showed that the homology was 100%. But another clone gene nucleotide sequence

showed that the homology was 99% with it.
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pRi1724  MAEFDLCALF SSLKVGDVSS SDELKKHIQS ASKERTPLTE PGEGQSMDVD EEGGRQDPGI
pRiAdb  MAEFDLCALF SSLKVGDVSS SDELKKHIQS ASKERTPLTE PGEGQSMDID EEGGRQDPGI
pRi8196  MAEVDLCALF SNLRVKDVAS SDELMKHIQS VSDERVSLIE LGENPSMDID EEHPPQTPET
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pRi1724  LYLYVDCPTM MRCFYGGSLP YNSTHGALIT NLPPYQKDVS LGEVCRGLRQ ASGFFGYEDV
pRiAdb  LYLYVDCPTM MRCFYGGSLP YNSRHGALIT NLPPYQKDVS LGEVCRGLRQ ASGFFGYEDY
PRi8196  LFLYVDCPTM MQCFYGGWLP YNSTHGALLT NLPPYQKNVS FNEVNRGLRE ASGFVGYEDP
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pRiAdb  IRSAYFAALS VPGYFVKLDG QMELTSTKGK SLTFDLYASN QLRLEPGALV RHGECKFG
PRi8196  IRSAYFAALS FPGHVAKLDE QLRLTSTDGE TLIFDLYATR RHELDRDKVV SHOECMFG
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IRSAYFAALS. FPGHVAKLDE QLRLISTDGE: TLIFDLYATR RHELDRDKVV SHGECMFG
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