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Comparative Study of Extraction Methods for Total RNA from the

Roots of Paeonia suffruticosa

WU Jing, LI Yong-hua, HE Song-lin~

(College of Forestry .Henan Agricultural University , Zhengzhou, Henan 450002 ,China)

Abstract: The roots five-year-old seedlings of of Paeonia suf fruticosa Fengdan” were used to extract total
RNA. Four methods were compared to select optimal one: Trizol method, modified guanidinium thiocya-
nae method, modified CTAB method, and Column Plant RNAout kit method. The results showed that
modified Trizol method and modified guanidinium thiocyanae method were not suitable for extracting the
high-quality RNA from the root of P. suf fruticosa. The complete 28S rRNA, 18S rRNA and 5S rRNA
bands could be seen clearly on the electrophoretogram of total root RNA extracted by modified CTAB
method and Column Plant RNAout kit method, the brightness ratio of 28S rRNA and 18S rRNA were a-
bout 2 : 1; detection for concentration and purity showed that total RNA extracted by these two methods
were purer. But the concentration of total RNA extracted by the modified CTAB method was as three
times as that of the kit method. Considering total RNA purity and reagents cost, the modified CTAB
method was more suitable for extracting total RNA from the root of P. suf fruticosa.
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Table 1 Comparison of total RNA purity and concentration from the roots of P. suffruticosa extracted by four methods
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Fig. 1 Agarose electrophoresis of total RNA from the root of P. Suffruticosa extracted by four methods
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