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Phloem of Xanthoceras sorbi folia
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Abstract: TCA/Acetone was used for extracting total protein from the phloem of Xanthoceras sorbi folia.
The effects of different lysis buffers on two-dimensional electrophoresis (2-DE) gels were compared, load-
ing quantity of sample were primarily selected, types of strips and the time for isoelectric focusing were al-
so optimized for the analysis of 2-DE system on the phloem. The results showed that TCA/Aceton is suit-
able for extracting total protein from the phloem. This method made low background and clearly protein
spot on gels. Lysis buffer [[ significantly increased the protein solubility; this buffer dissolved higher a-
mounts of total protein than lysis buffer [ . Proper ultrasonic treatment in appropriate condition will sig-
nificantly increase the concentration of protein solution. Isoelectric focusing conditions should be selected
according to the sample characteristics, 80 000 Vh was enough for isoelectric focusing in order to reduce
horizontal lines on alkaline side.
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Table 1  Effects of different lysis buffers and ultrasonic treatments

on the protein concentrations of the phloem
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Fig. 2 2-DE maps by using linear IPG strip with pH 3—10(A) and pH 4—7(B) for IEF, followed by the electrophoresis
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Fig. 3 2-DE patterns of the protein sample by using different isoelectric focusing Vh followed by the electrophoresis

of 12% SDS-PAGE and silver stained
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Fig. 4 Effect of sample volume on two-dimensional electrophoresis
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