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Amplification and Sequence Analysis of P5CS in Wild

Hippophae rhamnoides in Qinghai
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Abstract: The fragment of P5CS of wild Hippophae rhamnoides subsp. sinensis in Qinghai province was

amplified by the specific primers, then the nucleotide sequence and amino acid sequence of P5CS was iden-

tified. The sequence analysis indicated that the total length of P5CS was 434bp, and the nucleotide compo-

sition analysis showed that the number of A, T,G,C were 115, 119, 107 and 93, respectively. On the oth-

er hand, the total length of amino acid was 144, and the animo acid composition analysis deonstrated that

there were 21 strongly basic (+) amino acids, 8 strongly acidic (—) amino acids, 53 hydrophobic amino

acids and 34 polar amino acids.
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Fig. 3 Nucleotide sequence of P5CS of H. rhamnoides subsp. sinensis
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Fig.4 Amino acid sequence of P5CS of H. rhamnoides subsp. sinensis
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Table 1 Amino acid sequence information of P5CS of H. rhamnoides subsp. sinensis
AR = I A% 1 o /A AR = 1B A% 1 Bt /A~ B = I A 1 Bt /A~
aga 2 agce 2 cua 2
agg 1 agu 4 cuc 1
Arg cga 1 Ser uca 2 Leu cug 2
7 cge 1 11 ucc 1 12 cuu 4
cgg 2 ucg 1 uua 1
cgu 0 ucu 1 uug 2
gca 7 gga 4 cca 4
Ala gee 2 Gly ggce 1 Pro cce 0
16 geg 2 10 ggg 2 4 ceg 0
gcu 5 ggu 3 ccu 0
Asn aac 1 aua 3 gua 1
5 aau 4 I;e auc 1 Val guc 0
Asp gac 4 auu 3 11 gug 2
10 gau 6 His cac 4 guu 8
Cys ugce 2 12 cau 8 Lys aaa 0
1 ugu 2 Glu gaa 7 1 aag 1
Gln caa 2 11 gag 4 Phe uuc 2
2 cag 0 Met 2 aug 2 7 uuu 5
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Fig.4 Results of homologous alignment analysis
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