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Amplification and Sequence Analysis of AQP Gene in Hipphphae rhamnoides
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Abstract: The fragment of AQP gene of wild Hippophae rhamnoides subsp. sinensis occurring in Qinghai

Province was amplified by the specific primers and sequenced, then the nucleotide sequence and amino acid

sequence of AQP gene was identified and summarized. The sequence analysis indicated that the total length

of AQP geng was 481 bp, and the nucleotide composition analysis showed that the number of A, T,G,C

were 103, 143, 126 and 109, respectively. The analysis of the amino acid sequence of AQP gene indicated

that the total length of amino acid of AQP gene was 160, and the animo acid composition analysis showed

that there were 10 strongly basic amino acids, 7 strongly acidic amino acids, 73 hydrophobic amino acids

and 31 polar amino acids. This results would lay a foundation for the further study on the molecular mech-

anism of drought resistance of wild H. rhamnoides subsp. sinensis in Qinghai under drought stress and ac-

cumulate the information for the improvement of drought resistance of H. rhamnoides.
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Fig. 2 Amplified results of AQP H. rhamnoides subsp. sinensis
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Fig. 3 Nucleotide sequence of AQP of H. rhamnoides subsp. sinensis
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Fig. 4 Amino acid sequence of AQP of H. rhamnoides subsp. sinensis
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Fig.5 Results of homologous alignment analysis
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