PHAL AR F Be 4k 2015, 30(2): 105~110
Journal of Northwest Forestry University

doi:10. 3969/j. issn. 1001-7461. 2015. 02. 18

M FEEEEE DNA BB A EHAR

e, HE.KEBE.FHH

CPAb e bRAH B R 2 BRE B [ GOMl Jy & TR R BE T L L BEPY B 712100)

B ERRSZAETEAARA DNA 2 AR ARAN B2 EZRY, FRALR L
B ot h AMF L RA & EAK pH A AR R 095 K pH R AT R R v 4k 5 B Ao rb 1K
DNA(cpDNA)$2 5, £ R AW, % %14 pH £ 4234 cpDNA, - ODsonn/ODssonn 183 4 1. 28, R
TR AREBEEEMNSERRRE S E-IK pH E3H4 cpDNA WA /52 5, I cpDNA 4
MR RS B EIF ODosonm/ODsoum AT 1.8~2.0, R EBILZ . RNA HIL 7 4, b 2 5
gl 2R,

KRR PR A B2 ;cpDNA BREG K R 5 #-1& pH %

B 425 :S665. 1 XERFRERD : A XEHE:1001-7461(2015)02-0105-06

An Optimized Chloroplast DNA Extraction Protocol for Chinese Jujube

YANG Xiao-ting, HUANG Jian, ZHANG Chun-mei, LI Xin-gang"
(College of Forestry, Centre of Jujube Engineering and Technology of State Forestry Administration ,
Northwest A& F University » Yangling » Shaanzi 712100 , China)

Abstract; Choloroplast genomes supply valuable genetic information for evolutionary and functional studies
in plants; However, extraction of high quality chloroplast DNA (cpDNA) is a critical step before chloro-
plast genomes sequencing. Mature leaves collected from two cultivars (Dongzao and Jinzao) were used for
chloroplast and cpDNA isolation in present study. High-salt low-pH method and a modified high-salt low-
pH method were utilized for cpDNA isolation. The results showed: the value of OD,somm/ODs50mm 0f cpDNA
isolated by the original method was 1. 28, therefore, it can't meet the requirements of subsequent chloro-
plast genomes sequencing. However, the yields of cpDNA extraction by the modified method were dramat-
ically higher than that by the routine method, and the extracted cpDNA of mature leaves by this improved
method was integral, high-quality and pure. In addition, the value of ODs0n /OD ;500 was 1.8 to 2.0, deg-
radation was nearly free, and the RNA was eliminated completely. Thus, the quality of cpDNA extracted
by this modified high-salt low-pH method can meet the requirements of subsequent chloroplast genomes
sequencing.
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Fig. 1 Chloroplast precipitates of jujube seperated by high-salt low-pH ( [ ) and modified high-salt low-pH (][ ) methods
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Table 1 UV scanning results of cpDNA extracted by two methods
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1
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Fig. 2 Chloroplast micrographs of jujube seperated by high-salt low-pH ( T ) and modified high-salt low-pH (][ ) methods
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