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Identification of 24 Rhododendron Plants by ISSR Molecular Markers

LUO Qing.LU Ye-fei, YU Yan-ping, MAO Li-yan, YAN Lin,CHI Zhao-jin"

(Guangxi Subtropical Crops Research Institute , Nanning , Guangxi 530001, China)

Abstract: ISSR molecular marker was used to study the genetic relationships of 24 samples of Rhododen-

dron plants,a total of 92 bands were amplified by 7 ISSR primers,89 of which were polymorphic ones,ac-

counting for 96. 7% of the total. The genetic similarity coefficients varied from 0. 456 5 to 0. 782 6 with an
average of 0. 613 4,computed with software NTSYSpc2. 10e. According to the UPGMA method, 24 Rhodo-

dendron samples could be divided into three groups, clustering result with geographical distribution had

certain relevance,and the second group was in accordance with the basic morphological classification. The

result confirmed that 24 Rhododendron plants were easily identified owning to distinct diverse ISSR poly-

morphic bands,so this may be used for the identification of the Rhododendron plants.
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Table 1 Names of Rhododendron varieties
A N HLT %4 P/
1 BMFEY  Rhododendron siderophyllum SN Y
2 [ % ALHS  Rhododendron ambiguum SN B P
3 ®HAMEY  Rhododendron agastum S T
4 2 0 Rhododendron molle ~HEW
5 BEE A Rhododendron ¢ Xique Dengzhi’ Wil 4 1E
6 w1 Rhododendron ¢ Fushi’ Wil 41
7 HIET Rhododendron ‘Ruo Zhizi’ Wi 446
8 TMAr. Wi Rhododendron ‘Nanxi Mali’ WiV 4 46
9 A Rhododendron ‘Fengguan’ Wil 4 1€
10 Bl Rhododendron ‘Mu Qinjie’ WiVl 41
11 #ZILm Rhododendron ‘ Hai Ermian’ Wi 4 1E
12 FrEs Rhododendron ¢ Danxiao’ Wi 4 1€
13 HWBE 65 Rhododendron ‘Chunxiao 6Hao’ Wil 41
14 = Rhododendron ‘Ruyi’ Wi 4 1E
15 K#H 45  Rhododendron ‘Shengchun 4Hao’ Wi 4 4E
16 %% 25 Rhododendron ‘Changchun 2Hao’ WiV 4 4E
17 KEHHES  Rhododendron stamineum AR L L
18 WREE DA Rhododendron bachii FEMA LI
19 J#&AEEY  Rhododendron kwang fuense FE M AE BE
20  B/ARAEEYS  Rhododendron moulmainense A AR AE R
21 AEWiFEEY  Rhododendron farrera FEARTE BF
22 Y Yid Rhododendron ovatum AR B
23 JUVEAEY  Rhododendron kwangsiense FE M AE BE
24 FEWFEY  Rhododendron guihainianum 4T REEIL

1.2 DNA #2E
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SEPIZH DNA 42 B0l ) & il 42 24 0y A alpr okl 2k
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Fig. 1 Result of agarose gel electrophoresis of genomic DNA from of Rhododendron plants
F2 24 ANHBESRFAY ISSR IR A (UBCS26)
Table 2 Recognition cards based on ISSR marker amplified from 24 varieties of Rhododendron(UBC826)

e i PR A2 i i PR
1 B L B 0000111011 13 HE 6 5 0110101000
2 ) %% K1 B 0001010110 14 = 0100101000
3 & A ES 0011001011 15 EH 4 0001101111
4 Eyvidi] 1111101000 16 wH2E 0011001011
5 HH A 0110110011 17 KA R 1010011110
6 CER 0010110000 18 MR AR 1010011111
7 HIET 0010110011 19 T A L B 1000111111
8 EEET) 0010110011 20 B A 1110011111
9 R 0010010111 21 A 1 FE RS 0010110100
10 B 0000010111 22 =903 0111010111
11 %L 0110110011 23 7GR 0111010111
12 Fres 0000001111 24 eV ARG 1101110111

M I 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24

2 5|4 UBC848 Xf 24 N @mF A 184 R
Fig. 2 ISSR patterns of 24 varieties amplified by primer UBC848
*x3 BEMNSIUFIRSEMELE

Table 3 Sequences of primers and comparisons of polymorphism

Bk ZEN T 5191751 Z AR B LB/ N
UBC826 ACA CAC ACA CAC ACA CC 9 10 90.0
UBC827 ACA CAC ACA CAC ACA CG 12 13 92.3
UBC835 AGA GAG AGA GAG AGA GYC 15 15 100. 0
UBC836 AGA GAG AGA GAG AGA GYA 14 15 93.3
UBC840 GAG AGA GAG AGA GAG AYT 13 13 100.0
UBC847 CAC ACA CAC ACA CAC ARC 13 13 100.0
UBC848 CAC ACA CAC ACA CAC ARG 13 13 100. 0
=¥ 89 92 —

] 12.7 13.1 96. 7
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UPGMA cluster diagram of 24 Rhododendron varieties based on ISSR
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