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Gene Cloning of Cry2Ab from Bacillus thuringiensis and Construction of

Plant Expression Vector

WANG Mao, WU Ya-fei, DENT Tuo, WANG Dun”
(State Key Laboratory of Crop Stress Biology for Arid Areas,Northwest A&F University ,Yangling . Shaanxi 712100, China)

Abstract: PCR was performed to amplify Cry2Ab gene from Bacillus thuringiensis. Then Cry2Ab gene was

ligated to plant expression vector pSR784d with double restriction enzyme sites Xho [ . The results showed

that the Cry2Ab gene was cloned properly and the expression vector Cry2Ab-pSR784d was constructed

successfully. This study constructed a plant expression vector for Cry2Ab transgenic plant and laid founda-

tion for further related studies.
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Fig.1 The T-DNA structure on plant expression vector pSR784d
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Fig. 3 Restriction analysis of reombined vector
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