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of 10 Strains of Beauwveria spp.
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Abstract ;: Based on cultivation and extracting genomic DNA of 10 strains of Beauwveria spp. we amplified a

DNA fragment with a length of about 500 bp and the fungal universal primers,ITS4 and I'TS5. Sequence a-

nalysis showed that the length of ITS region of 10 strains was from 490 bp to 494 bp. Phylogenetic analysis
demonstrated that the 9 strains,including YD-1,YD-2,JN-1,QC-1,SY-1,YC-1,YC-2,GA-1,and FJ-2 be-

longed to Beauwveria bassania and the left strain FJ-1 maybe a new member of genus Beauwveria.
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Table 1  Collection information of 10 strains of Beauveria spp.
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The phylogenetic tree constructed through ITS sequences of 10 and other strains related to genus Beauwveria
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Fig. 2 The phylogenetic tree constructed through ITS sequences of FJ-1 strain and other strains

belonging to B. asiatica,B. australis and B. brongniartii
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Table 2 Analysis results of ITS sequence length of 10 strains of Beauveria spp. bp
T R ITS1 K JiF 5.8S K& 1TS2 K JiF ITS JE4) E K GenBank & 5% 5
YD-1 159 156 176 491 KF772861
YD-2 159 156 176 491 KF772862
JN-1 161 156 177 494 KE772863
QC-1 159 156 175 490 KF772864
SY-1 159 156 177 492 KEF772865
YC-1 159 156 176 491 KF772866
YC-2 159 156 177 492 KF772867
GA-1 159 156 177 492 KF772868
FJ-1 159 156 176 491 KE772869
FJ-2 159 156 175 490 KF772870
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HATRGERE AR E K 9 B bk 58 BRI A
TR 515 A A TTS J7 504E 8 5 DNA KB
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PERIR L 7322 R A3 F0 LU 78 A L R 2 . X
HR b B i DR A S AR FI-1 BT AR ER R
TR 19— AN 0 A BT R AR A < 4 B Al
B 22 0 P B R PR L LLSRAR S F-1 W) — 26 ) I
B T4 i B 22 5 13X — S Y AL 1R B 4% ]
Rehner 25 (201 1) (W A5, % FJ-1 B ARG 4 S 5
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