PEdb AR BE 24 4R 2017,32(1): 131~136
Journal of Northwest Forestry University

doi:10. 3969/j. issn. 1001-7461. 2017. 01. 21

51 #AH R 12 iR iR i ER RAPD 5 SSR 434

WEF LA B ALFERLVEAMLE N ELAL. =2 RY

CLT PR 0 BB RS UR G & T SC SR 2/ VAR BE . )7 P4 BT 5300025 2. T PYEA AR ITIMIS )70 Pk 532108;
3 TP R AREBE TP BT 5300045 AL TP EAA E LAY L TTPE BN 532108)

i ZE AR RAPD v SSR 4 F AR 3 K A% 7 NP IR 48 5 24T 547,10 & RAPD 3] 4 3%
FREITIAEE AP SAEE 145 A, 250 T 5 F 92.34% . 4 —%ERE 0.906 1~
0.971 4521 #F SSR 31ty kAo M 3] 252 NFAL K F, FHFALBARAY 12 A FHARFEEARK
H A6 A EE—ERE 0.727 1~0.908 0, 2 #ARiLiEH — K EAR L > AN E R FA £,
B2 APARIE MM R A SR AR S 8, BE SN B F,RAPD ARt 40 i 4z 7 A FF
BRARX) 5 4 AN EFESSR ARITHR AL B AR 7T ANFFIRAR] 5K 3 ANEBE,SSRAF TR ELE R 50 4
Fr R K I o A F A%, RAPD A= SSR & F ARt 35 iE A4 K A 4% % AR 5 #7,SSR Arie & AL 7T

2

3 2

SR MR A 3 AE S A RAPD; SSR

B 43S .S792. 39 XEARER A XEHS.1001-7461(2017)01-0131-06

Genetic Diversity Analysis with RAPD and SSR Markers for Introduced Eucalyptus pellita
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Abstract: RAPD and SSR markers were used to assess the genetic diversity of introduced Eucalyptus pelli-
ta that were from 7 provenances. Ten RAPD primers were selected,157 bands were amplified,of which 145
bands (92. 34%) were polymorphic, and the Nei’s unbiased measures of genetic identity ranged from
0.906 1 to 0.971 4. Two hundred and fifty two alleles were detected by 21 pairs of SSR primers and 12 al-
leles on average. The average effective number of alleles was 4. 6,and the Nei's unbiased measures of genet-
ic identity ranged from 0. 727 1 to 0. 908 0. The correlation of the Nei’s unbiased measures of genetic identi-
ty between RAPD and SSR were significant,indicating that the two methods had high consistency. Accord-
ing to the UPGMA method,7 E. pellita populations could be divided into four groups by RAPD, three
groups by SSR,and the geographical distribution of E. pellita was closely related to the cluster result by
SSR. Two molecular markers were feasible in the genetic diversity analysis of E. pellita. Further more, the
SSR technique was more reliable.
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Table 1 Basic information of Eucalyptus pellita provenances

Vs 1 i g = 2 (E) i (S) Wk /m
AR 1 145°33' 16°14’ 450
2 145°15' 15°45' 500
3 143°17’ 13°53’ 580
7 145°57’ 18°25' 50
Ejzﬁmﬂgﬁ 4 141°45' 8°36' 30
5 141°25' 8°30" 45
6 141°32' 8°32' 50
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Table 2 Sequence of primers
RAPD 514 5I#FFIG-3)  SSR5|4) S5 (5'-3") SSR 51# SIHFH (53
S1234 TCGCAGCGTT ~ EST-SSR056 ?&i’éﬁ%ﬁéﬁ@:@?ﬁé’:ﬁﬁf/x EUCeSSR571 EZ?EE;Q&%@ZEQ;%CCTCCTCCAT
s Lo
M 1 2 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24

100 bp
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Fig. 2 Partial result of primer SSR349 by capillary electrophoresis
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Table 3 Comparison of two molecular markers
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Table 4 Genetic diversity of E. pellita provenance

RAPD SSR
Fift 2
h I h I
1 0.264 6 0.393 4 0.627 2 1.287 0
2 0.279 6 0.415 5 0.658 3 1.387 0
3 0.299 2 0.443 8 0.719 9 1.598 4
4 0.222 9 0.3319 0.625 0 1.258 0
5 0.252 3 0.376 1 0.639 8 1.285 8
6 0.247 5 0.368 1 0.633 1 1.270 5
7 0.237 1 0.354 2 0.603 8 1.239 5
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Fig. 3 Dendrogram for 7 populations of E. pellita by RAPD
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Fig.4 Dendrogram for 7 populations of E. pellita by SSR
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