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Development of SSR Markers Based on the Transcriptome Data of Rose and

Analysis of Flower Color Inheritance

ZHANG Fei-ya'* ,LUO Yu-lan' ,YOU Xiang-liang' ,JIA Gui-xia’* ,ZHANG Dong-mei' "
(1. Shanghai Academy of Landscape Architecture Science and Planning , Shanghai 200231, China;
2. Landscape Architecture School s Beijing Forestry University ,Beijing 100083, China)

Abstract: On the basis of the transcriptomic data of rose,the SSR primers were developed with plant mate-
rials of R. laxa,R. rugosa ‘White’ ,R. cv. ‘Pink Peace’ ,R. multi flora Thunb. var. albo-plena and R. xan-
thina Lindl {. normalis,which had far relationship between each other. The genetic diversity of F, group hy-
bridized from R. cv. ‘Funkuhr’ XR. cv. ‘Red France’ was evaluated by using these developed primers. The
results were as follows: 1) 80 pairs of SSR primers had designed, among which 44 were with target frag-
ment, besides,28 were with polymorphism. 2) The genetic distance of F, group was between 0. 52 and 0. 94.
3) Clustering analysis showed that F, group at genetic distance 0. 52 was divided into two categories, one
was with their female parent ‘Funkuhr’ (HT-13),in which the flower color was generally yellow, the oth-
er was with male parent ‘Red France” (HT-12),in which the color was generally between red and pink.
The results suggested that the cause of the color separation was mainly associated with color inheritance,
that the color red was the dominant character to yellow. The color separation might also associated with
metabolism of flavonoids and anthocyanin.
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Fig. 4 DNA agarose gel electrophoresis of the hybrid
F, from ‘Funkuhr’ X ‘Red France’
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Table 1  Polymorphism sequence information of 28 pairs of primers
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Fig. 6 SSR cluster analysis of the hybrid F1 from ‘Funkuhr’ X ‘Red France’based on UPGMA
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