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Abstract: RNA extraction is a prerequisite for molecular biology research of Docynia delavayi,a precious
tree species occurring in southwestern China. In this study, OMEGA (Plant RNA Kit 50) kit, TTANGEN
(TRNzol-A+Reagent) kit,and the methods of CTAB, Trizol,SDS,and improved SDS were used to extract
total RNA from D. delavayi leaves. The amounts of total RNA extracted by different methods were com-
pared by gel electrophoresis,nucleic acid protein meter and RT-PCR. The results showed that the two kits
and trizol method were not suitable for RNA extraction because 28S and 18S rRNA bands could not be ob-
tained. CTAB and SDS methods could obtain three bands of RNA,but the tailing phenomenon was serious,
the ratio of Ass/ Az was lower. SDS method could be improved by increasing the addition of g-mercapto-
ethanol,adding PVP in the buffer,and using HiBind RNA Mini column, which effectively inhibited the con-
tamination of polyphenol polysaccharide, and a higher quality RNA to be used for RT-PCR amplification
could be obtained. It laid the foundation for its molecular biology research.
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NaCl, 7/ R A5G . B T —20°C vk 4 b £ 7 30 min,
D E— L IR A W YCE T HiBind RNA Mini £
LB TR 2 mL AYIREEAE N L1 000 1 e minT !,
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W2 106 B R AREE I R VKA, O SR 10 5 .

2 HEXRHRM

2.1 6FAERERNE=EBIAKIRNA ByLLE&
FIH 6 B ik s m A2 AR A I B RNA(E
1,458 09, f H TIANGEN & % & v 35 B

%£1 PCRRR{EZR

Table 1 PCR reaction system

25y R/ L
FEAR cDNA(Template cDNA) 0.8
2X Taq PCR MasterMix 12.5
Primer1 (10 pmol « L™1) 1.2
Primer2 (10 pmol « L™1) 1.2
ddH, 0O 9.5

*2 PCRYBERNEERF

Table 2 PCR amplification reaction procedure

P EE2D W/ C i ] /min
AR 1 1 95 5

A P 95 0.5
Bk 32 57.4 0.5
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I fift 1 72 10
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Fig.1 Total RNA extracted from D. delavayi leaves
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Table 3 Detection of total RNA from D. delavayi by 6 methods

BT Avo/Asse Ausn/Aso /izA ;"fg)
TIANGEN i %l & 1 1.48 0.35 25.13
OMEGA {7 &% 1.41 0.73 65.15
CTAB % 2.01 1.38 105. 67
Trizol ¥ 1.67 0.5 50. 18
1445 SDS 1.89 1.76 205. 3
MR SDS #: 1.93 2.1 378.2
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Fig. 2 RT-PCR results
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