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Non-Targeted Metabolomics Analysis of the Petals of Osmanthus fragrans "Yanzhi Hong’

in Different Developmental Phases
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Abstract: Osmanthus fragrans "Yanzhi Hong is a new cultivar reported in recent years,whose petals color is
specially carmine. In order to explore the particularity and potential application value of the cultivar "Yanzhi
Hong', this study used non-targeted metabolomics methods to analyze the types and accumulation rules of
petals metabolites at 3 developmental phases:primary blooming stage (S1),full blooming stage (S2) and
late blooming stage (S3). The results showed that a total of 304 metabolites were detected in the petals. A-
mong them,6 iridoids and 1 flavonoid were firstly detected in O. fragrans. From Sl to S3, the relative con-
tent of amygdalin gradually decreased; the relative contents of forsythoside E, 5-O-methylvisammioside,
forsythoside and plantamajoside decreased first and then increased; the relative contents of aucubin and
genistein increased first and then decreased. There were 34 aroma components in the tested metabolites,in
which the highest relative content was perillyl alcohol, followed by 3,4-dihydroxyphenylpropanoate, geranic

acid and methyl jasmonate. According to the comprehensive analysis,as a new cultivar,O. fragrans "Yanzhi
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Hong', which has special medicinal chemical components,unique composition of aroma components and pet-

als colors,has significant values in drug development and economic utilization.
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Fig. 1 Different developmental phases of Osmanthus fragrans‘Yanzhi Hong’
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Fig. 2 Clustering map of metabolites in different developmental phases of ¢ Yanzhi Hong’
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