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Abstract: Cycas panzhihuaensis ,a unique species in China,can grow the dry and hot valley climate, because
it can form a symbiotic system with arbuscular mycorrhizal fungi (AMF). In this study,C. panzhihuaensis
trees with different ages were taken as the study objects,and the root system and rhizosphere soil samples
were collected to examine the AMF community composition and colonization rate by using ink-vinigar stai-
ning method. The spores of AMF were separated by wet sieve precipitation,and the relationship between
AMF diversity and tree age were studied by morphological and molecular biological identification method.
It was found that the colonization rates of 14-,8-,and 3-year-old trees were 36.13%,28.54% and 21.10%

respectively,and the AMF spore densities were 16. 02,14. 13,and 13. 3 spores per gram of soil,respective-
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ly. Twenty two AM fungi belonging to 6 genera were morphological identified,including Glomus , Acaulos-
pora ,Claroideoglomus , Funneli form , Scutellospora , and Sclerocystis. Glomus and Acaulospora were the
most dominant genera with the relative abundances of 56. 91% and 28. 23% ,respectively. Six AM fungi be-
longing to 3 genera were molecular identified,including Claroideoglomus claroideum ,Glomus clarum ,G.
constrictum , Acaulospora srobiculata , G. melanosporum and G. versiforme , respectively. The correlation
coefficient between arbuscular mycorrhizal colonization rate and AMF spore density was 0. 873 9,showing
a significant positive correlation. The result provides a theoretical basis for the conservation of C. panzhi-

huaensis.

Key words: Cycas panzhihuaensis; arbuscular mycorrhizal fungi (AMF) diversity; tree age; mycorrhizal

infection rate; dry hot valley
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Fig. 1 Morphology of AMF in roots of Cycas panzhihuaensis
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Table 2 The community of AMF in rhizophere soil of

Cycas panzhihuaensis with different ages
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Fig. 2 The morphology of AMF spores in rhizospheric soils of Cycas panzhihuaensis
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A phylogenetic tree developed by 18sr RNA gene
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Table 3 The correlation betweenthe colonization rate and spore density of AMF in Cycas panzhihuaensis trees with different ages
pos:i AMF &5 % (%) MTHE/ (gD ZFE PR IE B AR LB ¥4
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